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Objetivos/ Objectives

Identificar y atender las necesidades de información, adquisición, organización, almacenamiento, 
generación, uso y difusión de la información en salud pública veterinaria y proveer recursos 
bibliográficos técnicos-científicos al equipo de profesionales de la unidad y a los usuarios 
externos. 
 
Identify and take care of the needs of information, acquisition, organization, storage, generation, 
use and diffusion of the information in veterinary public health and provide technical scientific 
bibliographical resources to the professional staff of the unit and to the users external.  
  

Temas de interés general / Subjects of general interest
  

 

http://idbdocs.iadb.org/wsdocs/getdocument.aspx?docnum=1773528  
  

Informaciones disponibles en formato electrónico / Information available in electronic format
  

Fiebre Aftosa / Foot-and-Mouth Disease 

The event was organized as an international exercise to train the strengthening of FMD prevention and 
emergency response capacity in the three Trans Caucasian countries and to recommend amendments 
and improvements where necessary. 
Final Report 
http://www.fao.org/ag/againfo/commissions/docs/Workshop_0509/ReportFiedlerSimEx2009.pdf 
Events of Foot and Mouth Disease (FMD) and Lessons Learned  
http://www.fao.org/ag/againfo/commissions/docs/Workshop_0509/Events%20of%20FMD.pdf 
Groups and their Duties during the Exercise 
http://www.fao.org/ag/againfo/commissions/docs/Workshop_0509/Groups.pdf 
Investigations in the case of suspicion 
http://www.fao.org/ag/againfo/commissions/docs/Workshop_0509/FMD_Exercise.pdf 
 

FAO. Report of a Foot and Mouth Disease (FMD) Regional Simulation Exercise in 
the Trans-Caucasian Countries 
4-8 may 2009 
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Construction of disinfection installation on roads
http://www.fao.org/ag/againfo/commissions/docs/Workshop_0509/Desinf_inst.pdf 

This document relates to facilities that handle or intend to handle materials containing foot-and–mouth 
disease virus (FMDV) in a form that could give rise to animal infection (”live FMDV”). 
The updating of the FMD-lab standards reflects the changes in the terminology of biorisk management 
practises, the change in the performance characteristics and standards relating to air filtration, and also 
addresses concerns relating to security of facilities. 
Text in English 
http://www.fao.org/ag/againfo/commissions/docs/genses38/Appendix_10.pdf 

Influenza Aviar / Avian Influenza 

Aim: To examine the readiness of our hospital for the potential pandemic threat of avian influenza, we 
developed and implemented simulation case scenarios in our hospital. 
Methods: Two volunteers, who assumed the identity of ‘actual’ patients, were trained to simulate acute 
respiratory symptoms following a visit to an avian influenza-affected area, and their identities and 
locations were kept confidential prior to the readiness exercise. A team of auditors was stationed at 
high-risk areas to assess adherence to the use of personal protective equipment (PPE) and infection 
control procedures. 
Results: A total of 324 healthcare workers and 84 administrators participated in this hospital-wide 
exercise. Following disclosure of their symptoms, the ‘patients’ were masked and isolated in 
negativepressure rooms. A quarantine order was enforced on 38 inpatients and 45 healthcare workers 
who were present in the affected wards at the time of the exercise, which mandated the use of PPE. 
Although all affected healthcare workers were competent in the use of PPE, we observed breaches in 
PPE and isolation procedures in eight medical and nursing students, and 10 healthcare attendants. The 
exercise concluded after H5N1 tests returned negative. 
Conclusions: We recommend the use of case simulation as an effective means of assessing potential 
breaches in infection control procedures. 
Text in English 

Influenza A (H1N1) 

A major concern about the emergence of the novel strain of influenza A/H1N1 is the severity of illness it 
causes. The author and colleagues propose methods to obtain accurate estimates of the case fatality 
ratio as the pandemic unfolds. 
Text in English 

Minimum standards for laboratories working with FMD in Vitro/in Vivo 
In: FAO. Report of the 38th Session of EuFMD, Rome 2009. App. 10 

Readiness exercise to combat avian influenza 
Seet RC, Lim EC, Oh VM, Ong BK, Goh KT, Fisher DA, Ho KY, Yeoh KG 
QJM 2009; 102 (2):133-7 

Assessing the severity of the novel influenza A/H1N1 pandemic 
Garske T, Legrand J, Donnelly CA, Ward H, Cauchemez S, Fraser C, Ferguson NM, Ghani AC
BMJ. 2009 Jul; 339: b2840

http://www.fao.org/ag/againfo/commissions/docs/Workshop_0509/Desinf_inst.pdf
http://www.fao.org/ag/againfo/commissions/docs/genses38/Appendix_10.pdf


http://www.bmj.com/cgi/section_pdf/339/jul14_3/b2840.pdf

BACKGROUND: On April 15 and April 17, 2009, novel swine-origin influenza A (H1N1) virus (S-OIV) was 
identified in specimens obtained from two epidemiologically unlinked patients in the United States. The 
same strain of the virus was identified in Mexico, Canada, and elsewhere. We describe 642 confirmed 
cases of human S-OIV infection identified from the rapidly evolving U.S. outbreak. METHODS: Enhanced 
surveillance was implemented in the United States for human infection with influenza A viruses that 
could not be subtyped. Specimens were sent to the Centers for Disease Control and Prevention for real-
time reverse-transcriptase-polymerase-chain-reaction confirmatory testing for S-OIV. RESULTS: From 
April 15 through May 5, a total of 642 confirmed cases of S-OIV infection were identified in 41 states. 
The ages of patients ranged from 3 months to 81 years; 60% of patients were 18 years of age or 
younger. Of patients with available data, 18% had recently traveled to Mexico, and 16% were identified 
from school outbreaks of S-OIV infection. The most common presenting symptoms were fever (94% of 
patients), cough (92%), and sore throat (66%); 25% of patients had diarrhea, and 25% had vomiting. 
Of the 399 patients for whom hospitalization status was known, 36 (9%) required hospitalization. Of 22 
hospitalized patients with available data, 12 had characteristics that conferred an increased risk of 
severe seasonal influenza, 11 had pneumonia, 8 required admission to an intensive care unit, 4 had 
respiratory failure, and 2 died. The S-OIV was determined to have a unique genome composition that 
had not been identified previously. CONCLUSIONS: A novel swine-origin influenza A virus was identified 
as the cause of outbreaks of febrile respiratory infection ranging from self-limited to severe illness. It is 
likely that the number of confirmed cases underestimates the number of cases that have occurred. 2009 
Massachusetts Medical Society 
Text in English 
http://content.nejm.org/cgi/content/abstract/360/25/2605 

The recent appearance and worldwide spread of novel influenza A (H1N1) virus has highlighted the 
need to evaluate commercially available, widely used, rapid influenza diagnostic tests (RIDTs) for their 
ability to detect these viral antigens in respiratory clinical specimens. As an initial assessment, CDC 
conducted an evaluation of multiple RIDTs. Sixty-five clinical respiratory specimens collected during 
April-May 2009 that had previously tested positive either for novel influenza A (H1N1) or for seasonal 
influenza A (H1N1) or A (H3N2) viruses by real-time reverse transcription--polymerase chain reaction 
(rRT-PCR) assay were used in the evaluation. The results showed that, although the RIDTs were 
capable of detecting novel A (H1N1) virus from respiratory specimens containing high levels of virus (as 
indicated by low cycle threshold [Ct] values), the overall sensitivity was low (40%-69%) among all 
specimens tested and declined substantially as virus levels decreased (and Ct values increased). These 
findings indicate that, although a positive RIDT result can be used in making treatment decisions, a 
negative result does not rule out infection with novel influenza A (H1N1) virus. Patients with illnesses 
compatible with novel influenza A (H1N1) virus infection but with negative RIDT results should be 
treated empirically based on the level of clinical suspicion, underlying medical conditions, severity of 
illness, and risk for complications. If a more definitive determination of infection with influenza virus is 
required, testing with rRT-PCR or virus isolation should be performed. Additional evaluations of the 
accuracy of RIDTs in detecting novel influenza A (H1N1) virus should be conducted. 
Text in English 
http://www.cdc.gov/mmwr/preview/mmwrhtml/mm5830a2.htm 

Emergence of a novel swine-origin influenza A (H1N1) virus in humans 
Novel Swine-Origin Influenza A (H1N1) Virus Investigation Team, Dawood FS, Jain S, Finelli 
L, Shaw MW, Lindstrom S, Garten RJ, Gubareva LV, Xu X, Bridges CB, Uyeki TM 
N Engl J Med. 2009 Jun; 60 (25): 2605-15. Erratum in: N Engl J Med. 2009 Jul; 361 (1): 102

Evaluation of rapid influenza diagnostic tests for detection of novel influenza A 
(H1N1) Virus - United States, 2009 
Centers for Disease Control and Prevention (CDC) 
MMWR Morb Mortal Wkly Rep. 2009 Aug; 58 (30): 826-9

http://www.bmj.com/cgi/section_pdf/339/jul14_3/b2840.pdf
http://content.nejm.org/cgi/content/abstract/360/25/2605
http://www.cdc.gov/mmwr/preview/mmwrhtml/mm5830a2.htm


  

Influenza virus A/H1N1n currently causing a pandemic contains gene segments with ancestors in North 
American and Eurasian swine lineages. To get insights into virus replication dynamics, clinical symptoms 
and virus transmission in pigs we infected animals intranasally with influenza virus 
A/Regensburg/D6/09/H1N1. The inoculated pigs started virus excretion in nasal swabs at 1 day p.i. 
onwards and developed generally mild symptoms including fever, sneezing, nasal discharge, and 
diarrhea. Contact pigs became infected, shed virus and developed clinical symptoms similarly to the 
inoculated animals. Plasma samples of all animals remained negative for viral RNA. NP- and H1-specific 
antibodies could be detected by ELISA 7 days p.i. CD4+ T-cells became activated immediately after 
infection and both CD4+ and CD8+ T-cell populations expanded 3 to 7 days p.i. coinciding with clinical 
signs. Contact chicken remained uninfected as judged by the absence of virus excretion, clinical signs 
and seroconversion. 
Text in English 
http://vir.sgmjournals.org/cgi/reprint/90/9/2119 

The first influenza pandemic of the 21st century, due to a new strain of A(H1N1) virus, was declared on 
11 June 2009 by the Director-General of the World Health Organization. Fortunately, the international 
community, including influenza vaccine manufacturers, has been increasing its preparedness for such an 
event, triggered by the need to stem the spread of the highly pathogenic avian influenza A(H5N1) virus 
over recent years. Today, the development of a pandemic influenza vaccine in the fastest possible time 
is a global priority. However, two major issues need to be taken into consideration: how long will it take 
to produce sufficient pandemic vaccine doses to immunize the global population at risk, including poor 
populations that have no resources to purchase the vaccine; and how will pandemic vaccine production 
affect availability of trivalent vaccine for the forthcoming 2009-2010 influenza season. To address these 
questions, WHO carried out a survey in May 2009 among influenza vaccine manufacturers on their 
planned seasonal and pandemic production with a view to developing recommendations on the 
distribution and use of pandemic influenza vaccine. 
Text in English 

Inocuidad de los Alimentos / Food Safety 

A set of four duplex SYBR Green I PCR (SG-PCR) assay combined with DNA extraction using QIAamp 
DNA Stool Mini kit was evaluated for the detection of foodborne bacteria from 21 foodborne outbreaks. 
The causative pathogens were detected in almost all cases in 2 hours or less. The first run was for the 
detection of 8 main foodborne pathogens in 5 stool specimens within 2 hours and the second run was 

Pathogenesis and transmission of the novel swine origin influenza virus A/H1N1 
after experimental infection of pigs 
Lange E, Kalthoff D, Blohm U, Teifke JP, Breithaupt A, Maresch C, Starick E, Fereidouni S, 
Hoffmann B, Mettenleiter TC, Beer M, Vahlenkamp TW 
J Gen Virol. 2009 Sep; 90 (9): 2119-2123  

Vaccine production capacity for seasonal and pandemic (H1N1) 2009 influenza 
Collin N, de Radiguès X; the World Health Organization H1N1 Vaccine Task Force 
Vaccine 2009 Aug; 27 (38): 5184-5186

Comprehensive and rapid real-time PCR analysis of 21 foodborne outbreaks 
Hiroshi Fukushima, Kazunori Katsube, Yoshie Tsunomori, Ryoko Kishi, Junko Atsuta, and 
Yuko Akiba 
Int J Microbiol. 2009

http://vir.sgmjournals.org/cgi/reprint/90/9/2119


for the detection of other unusual suspect pathogens within a further 45 minutes. After 2 to 4 days, 
the causative agents were isolated and identified. The results proved that for comprehensive and rapid 
molecular diagnosis in foodborne outbreaks, Duplex SG-PCR assay is not only very useful, but is also 
economically viable for one-step differentiation of causative pathogens in fecal specimens obtained from 
symptomatic patients. This then allows for effective diagnosis and management of foodborne outbreaks.
Text in English 
http://www.hindawi.com/journals/ijmb/2009/917623.html 

Despite numerous food safety information campaigns and educational efforts, microbial foodborne 
illness remains a significant source of human disease. New food safety messages transmitted using new 
media are required to enhance food safety from farm-to-fork. A review of the literature reveals that 
targeting a segment of the population and understanding knowledge, attitudes, and perceptions of the 
individuals comprising that segment can lead to successful communication of food safety messages. 
Messages found to be effective are relevant to the target audience, contain reliable information, are 
rapidly distributed at appropriate times, and are repeated. Those containing information that is easily 
received and understood have also been found effective. The use of media commonly accessed by 
today’s consumers is also valuable. Evaluation of the effect of all aspects of food safety messages and 
media, as measured through observation of recipients’ actions, is required to validate the effectiveness 
of food safety communications. 
Text in English 

In general, food engineers are trained to solve engineering problems in the food industry. More 
specifically, the food engineer must specify the functional requirements, design, and testing of food 
products, and finally, the evaluation of products to check for overall efficiency, cost, reliability, and most 
importantly, safety. Food safety must be considered foremost as the overall engineering problem 
encountered in the food supply chain, and it must be solved from a food safety engineering perspective. 
This article will show that the food safety engineering perspective is needed in order to produce high 
quality food products (minimally processed) that are both safe and secure. This multi-disciplinary 
approach will involve certain engineering components: (i) predictive microbiology as a tool to evaluate 
and improve food safety in traditional and new processing technologies, (ii) advanced food contaminants 
detection methods, (iii) advanced processing technologies, (iv) advanced systems for re-contamination 
control, (v) advanced systems for active and intelligent packaging. 
Text in English 

Microbiological criteria, food safety objectives and performance objectives, and the relationship between 
them are discussed and described in the context of risk-based food safety management. A modified 
method to quantify the sensitivity of attributes sampling plans is presented to show how sampling plans 

Designing effective messages for microbial food safety hazards  
Jacob C, Mathiasen L, Powell D 
Food Control 2010; 21 (1): 1-6 

Food safety engineering: an emergent perspective 
López-Gómez  A, Fernández PS, Palop A, Periago PM, Martinez-López A, Marin-Iniesta F,
Barbosa-Cánovas GV 
Food Engineering Reviews 2009 Jun; 1 (1): 84-104 

Relating microbiological criteria to food safety objectives and performance 
objectives 
van Schothorst M, Zwietering MH, Ross T, Buchanan RL, Cole MB, International Commission 
on Microbiological Specifications for Foods (ICMSF) 
Food Control 2009; 20 (11): 967-79

http://www.hindawi.com/journals/ijmb/2009/917623.html


can be designed to assess a microbiological criterion. Examples presented show that testing of 
processed foods for confirmation of safety is often not a practical option, because too many samples 
would need to be analysed. Nonetheless, in such cases the classical “ICMSF cases” and sampling 
schemes still offer a risk-based approach for examining food lots for regulatory or trade purposes. 
Text in English 

Food technology is a burgeoning field of applied science, invading many areas of the food industry and 
making contributions to economic advancement; however, little research has focused on ethical aspects 
in this field. This article attempts to fill this knowledge gap by revisiting the tainted milk event in China 
in 2008, followed by a detailed discussion of the application of food technology ethics in industrial 
contexts. Through the lesson learnt in the Chinese food industry, it is hoped that more global concerns 
on ethical issues in food technology will be raised, thereby creating a more humane food production 
industry. 
Text in English 

Leishmaniasis 

The sensitivities and specificities of IgG-ELISA and IgG flow cytometry based techniques using different 
Leishmania species were determined using sera collected from 40 cutaneous or visceral leishmaniasis 
patients. The flow cytometry technique, using promastigote parasite forms, performed better than total 
soluble extract IgG-ELISA. At the species level, the use of Leishmania amazonensis and Leishmania 
major as antigens in enzyme linked immunosorbent assay (ELISA) decreased the overall sensitivity. To 
assess the specificity of these tests, sera from malaria, toxoplasmosis, amoebiasis, schistosomiasis, and 
leprosy patients were used. We also included sera from Leishmania non-infected endemic individuals. 
The cutaneous species displayed a decreased specificity in both assays. Although more sensitive, flow 
cytometry using promastigote parasite forms generally presented lower levels of specificity when 
compared with total extract of IgG-ELISA. Overall, the results of the study show the potential of IgG 
flow cytometry for the diagnosis of leishmaniasis. Although highly sensitive, a refinement of the flow 
cytometry method should be performed to improve the overall specificity. 
Text in English 

Malaria 

Text in English 
http://content.nejm.org/cgi/reprint/361/5/522.pdf 
  

Revisiting the melamine contamination event in China: implications for ethics in 
food technology Zenobia C.Y. Chan, Wing-Fu Lai 
Trends in Food Science & Technology 2009 Aug; 20 (8): 366-373

Evaluation of Leishmania species reactivity in human serologic diagnosis of
leishmaniasis 
Silvestre R, Santarém N, Teixeira L, Cunha J, Schallig H, Cordeiro-da-Silva A 
Am J Trop Med Hyg. 2009 Aug; 81 (2): 202-8 

Malaria control--addressing challenges to ambitious goals 
Campbell CC 
N Engl J Med. 2009 Jul; 361 (5): 522-3

http://content.nejm.org/cgi/reprint/361/5/522.pdf


BACKGROUND: An effective vaccine for malaria is urgently needed. Naturally acquired immunity to 
malaria develops slowly, and induction of protection in humans can be achieved artificially by the 
inoculation of radiation-attenuated sporozoites by means of more than 1000 infective mosquito bites. 
METHODS: We exposed 15 healthy volunteers--with 10 assigned to a vaccine group and 5 assigned to a 
control group--to bites of mosquitoes once a month for 3 months while they were receiving a 
prophylactic regimen of chloroquine. The vaccine group was exposed to mosquitoes that were infected 
with Plasmodium falciparum, and the control group was exposed to mosquitoes that were not infected 
with the malaria parasite. One month after the discontinuation of chloroquine, protection was assessed 
by homologous challenge with five mosquitoes infected with P. falciparum. We assessed humoral and 
cellular responses before vaccination and before the challenge to investigate correlates of protection. 
RESULTS: All 10 subjects in the vaccine group were protected against a malaria challenge with the 
infected mosquitoes. In contrast, patent parasitemia (i.e., parasites found in the blood on microscopical 
examination) developed in all five control subjects. Adverse events were mainly reported by vaccinees 
after the first immunization and by control subjects after the challenge; no serious adverse events 
occurred. In this model, we identified the induction of parasite-specific pluripotent effector memory T 
cells producing interferon-gamma, tumor necrosis factor alpha, and interleukin-2 as a promising 
immunologic marker of protection. CONCLUSIONS: Protection against a homologous malaria challenge 
can be induced by the inoculation of intact sporozoites. (ClinicalTrials.gov number, NCT00442377.) 2009 
Massachusetts Medical Society. 
Text in English 
http://content.nejm.org/cgi/reprint/361/5/468.pdf 
Suplementary Appendix 
http://content.nejm.org/cgi/data/361/5/468/DC1/1 

Movimentación de Animals / Animal Movement 

The present article simulate the movement of bovine herd through the aleatory movements random 
walk and brownian, trying to analyze  which of those predicts the movement better of bovine herd 
displacement, defining parameters and  describing the algorithms used in both movements and using 
them in the construction of the events of the simulator. With the construction of the simulator it was 
possible the analysis of the movements, besides the understand that model of displacement better if 
apply of bovine herd displacement. Also it was possible an analysis of space acting for the construction 
of the location nets and identification of the herd through of wireless sensor network. 
Text in Portuguese 
http://www.uco.es/organiza/servicios/publica/az/php/img/web/12_12_34_03UmaTech.pdf 
 
 
 
 
  

Protection against a malaria challenge by sporozoite inoculation 
Roestenberg M, McCall M, Hopman J, Wiersma J, Luty AJ, van Gemert GJ, van de Vegte-
Bolmer M, van Schaijk B, Teelen K, Arens T, Spaarman L, de Mast Q, Roeffen W, Snounou G, 
Rénia L, van der Ven A, Hermsen CC, Sauerwein R 
N Engl J Med. 2009 Jul; 361 (5): 468-77

Uma análise de deslocamento de rebanho bovino através dos modelos Random 
Walk e Browniano 
Tech ARB, Arce AIC, Silva ACS, Costa EJX 
Arch Zootec. 2009; 58: 345-56  

http://content.nejm.org/cgi/reprint/361/5/468.pdf
http://content.nejm.org/cgi/data/361/5/468/DC1/1
http://www.uco.es/organiza/servicios/publica/az/php/img/web/12_12_34_03UmaTech.pdf


Rabia / Rabies 

After a human rabies outbreak in southeastern Peru, we collected bats to estimate the prevalence of 
rabies in various species. Among 165 bats from 6 genera and 10 species, 10.3% were antibody positive; 
antibody prevalence was similar in vampire and nonvampire bats. Thus, nonvampire bats may also be a 
source for human rabies in Peru. 
Text in English 
http://www.cdc.gov/eid/content/15/8/pdfs/1308.pdf 

Salud Geoespacial / Geospatial Health 

The rapidly growing field of three-dimensional software modeling of the Earth holds promise for 
applications in the geospatial health sciences. Easy-to-use, intuitive virtual globe technologies such as 
Google Earth enable scientists around the world to share their data and research results in a visually 
attractive and readily understandable fashion without the need for highly sophisticated geographical 
information systems (GIS) or much technical assistance. This paper discusses the utility of the rapid and 
simultaneous visualization of how the agents of parasitic diseases are distributed, as well as that of their 
vectors and/or intermediate hosts together with other spatially-explicit information. The resulting better 
understanding of the epidemiology of infectious diseases, and the multidimensional environment in 
which they occur, are highlighted. In particular, the value of Google Earth, and its web-based pendant 
Google Maps, are reviewed from a public health view point, combining results from literature searches 
and experiences gained thus far from a multidisciplinary project aimed at optimizing schistosomiasis 
control and transmission surveillance in sub-Saharan Africa. Although the basic analytical capabilities of 
virtual globe applications are limited, we conclude that they have considerable potential in the support 
and promotion of the geospatial health sciences as a userfriendly, straightforward GIS tool for the 
improvement of data collation, visualization and exploration. The potential of these systems for data 
sharing and broad dissemination of scientific research and results is emphasized. 
Text in English 
http://www.geospatialhealth.unina.it/articles/v3i2/gh-v3i2-02-stensgaard.pdf 

Toxoplasmosis 

Toxoplasmosis is caused by Toxoplasma gondii, a parasite which belongs to the kingdom Protista, 
phylum Apicomplexa, order Eucoccidiida and family Sarcocystidae. It is an obligate intracellular 
coccidian, which naturally infects human beings, wild and domestic animals, as well as birds. It is a 
geographically wide spread infection and it depends on some factors such as climate, social-economic 

Human rabies and rabies in vampire and nonvampire bat species, southeastern 
Peru, 20007 
Salmón-Mulanovich G, Vásquez A, Albújar C, Guevara C, Laguna-Torres VA, Salazar M, et al 
Emerg Infect Dis. 2009 Aug; 15 (8): 1308-10

Virtual globes and geospatial health: the potential of new tools in the
management and control of vector-borne diseases 
Stensgaard AS, Saarnak CF, Utzinger J, Vounatsou P, Simoonga C, Mushinge G, Rahbek
C, Møhlenberg F, Kristensen TK 
Geospat Health. 2009; 3 (2): 127-41

Toxoplasmose animal no Brasil 
Fialho CG, Teixeira MC, Araujo FAP 
Acta Scientiae Veterinariae 2009; 37 (1): 1-23

http://www.cdc.gov/eid/content/15/8/pdfs/1308.pdf
http://www.geospatialhealth.unina.it/articles/v3i2/gh-v3i2-02-stensgaard.pdf


and cultural conditions. The definitive hosts are members of the family Felidae. The infection occurs by 
the ingestion of oocysts, tachyzoites or bradyzoites, and in some species it also happens by 
transplacental and transmammary transmission. It is a disease of great importance for Public Health, 
because the alterations it causes in human fetuses, and concerning animal production due to abortion 
losses. Laboratorial diagnostics may be done by the demonstration of coccidian (parasitological), by 
indirect methods (immunologic) and by methods of  molecular biology. This disease has treatment, but 
currently there are no vaccines for human toxoplasmosis, only a commercial vaccine for ovine and 
studies with other animal species. 
Text in Portuguese 
http://www.ufrgs.br/actavet/37-1/art805.pdf 

Eventos / Events 

International Course on Epidemiological Methods 
3-14 April, 2010 
Riyadh, Saudi Arabia 
http://publichealth.massey.ac.nz/courses/IEA%202010.htm 
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