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Fiocruz cria o primeiro mosquito transgênico na América Latina 

O Centro de Pesquisa René Rachou (CPqRR), unidade da Fiocruz em Minas Gerais, anunciou a criação do 
primeiro mosquito geneticamente modificado na América Latina. A conquista representa o primeiro passo em 
busca de uma nova estratégia capaz de bloquear a transmissão do parasita da malária. A idéia é criar 
mosquitos transgênicos, do gênero Anopheles spp. (transmissor da malária) que sejam resistentes (ou se 
tornem "imunes") à infecção pelo protozoário Plasmodium spp, parasita da doença.  

 

 

 

 

Larvas de mosquitos Aedes fluviatilis visualizadas sob microscópio com luz ultravioleta. A larva da direita é a transgênica, 
que além da fosfolipase A2, produz uma proteína verde fluorescente, da água viva, utilizada na pesquisa para diferenciá-las 

das larvas dos mosquitos não-transgênicos (esquerda) 
http://www.fiocruz.br/ccs/novidades/mar06/transgenico_cpqrr.htm 

 
 
 

 
 
 

Se puede tener acceso a las publicaciones en el link citado o solicitarlas a nuestro  
Centro de Documentación a través del correo electrónico apimente@panaftosa.ops-oms.org 

 
 
Bioterrorismo 
 
Institutos de investigación y seguridad biológica 
G. Darsie, A. J. Falczuk & I.E. Bergmann 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 321-327 
 
La amenaza del uso de materiales biológicos con fines agro-bioterroristas se ha incrementado en los últimos 
años, lo cual obliga a los laboratorios de investigación, diagnóstico, bancos de agentes biológicos y otras 
instituciones autorizadas para ejercer actividades científicas, a implementar medidas de bioseguridad y 
seguridad biológica, para evitar favorecer estas acciones, y a desarrollar al mismo tiempo actividades de 
apoyo a la prevención y vigilancia de la introducción de enfermedades animales exóticas de forma accidental 
o deliberada. 
Este trabajo resume los componentes básicos de bioseguridad (biosafety) y seguridad biológica (biosecurity) 
que deben ser atendidos y recomienda acerca de las estrategias organizativas que deben ser consideradas 
en los laboratorios en apoyo a los programas de prevención y vigilancia de actos agrobioterroristas. 
 
Accidental and intentional animal disease outbreaks: assessing the risk and preparing an 
effective response  
M. Hugh-Jones & C.C. Brown 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 21-33  
 
Intentional animal disease outbreaks are infrequent, if not rare, yet they carry the potential for disastrous 
consequences. Normal but accidental outbreaks are not uncommon and they must be handled efficiently, 
effectively and economically. And whatever its origin a disease will then follow its usual epidemiology. 
Therefore, the effectiveness in dealing with the normal, and the practice, experience and confidence gained, 
will significantly aid a country in how it minimises the cost of an intentional disease outbreak. The response is 
what determines the financial and economic costs of a disease outbreak. This paper provides an overview of 
the various threats, targets, and possible government responses. 

Temas de interés general 

Documentos disponibles en formato electrónico 

http://www.fiocruz.br/ccs/novidades/mar06/transgenico_cpqrr.htm
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Animal disease outbreak control: the use of crisis management tools  
K. Kroschewski, M. Kramer, A. Micklich, C. Staubach, R. Carmanns & F.J. Conraths 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 211-221 
 
In this era of globalisation the effective control of animal disease outbreaks requires powerful crisis 
management tools. In the 1990s software packages for different sectors of the government and agricultural 
industry began to be developed. In 2004, as a special application for tracking the movement of animals and 
animal products, the European Union developed the Trade Control and Expert System (TRACES) on the basis 
of its predecessor, the ANImal MOvement (ANIMO) project. The nationwide use of the ANIMO system by the 
veterinary authorities in Germany marked the beginning of the development in 1993 of a computerised national 
animal disease reporting system – the TierSeuchen- Nachrichten (TSN) – using the ANIMO hardware and 
software components. In addition to TRACES and TSN the third pillar for the management of animal disease 
outbreaks and crises in Germany is the national cattle and swine database – called Herkunftssicherungs- und 
Informationssystem für Tiere. A high degree of standardisation is necessary when integrating the different 
solutions at all levels of government and with the private sector. In this paper, the authors describe the use of 
these tools on the basis of their experience and in relation to what we can do now and what we should opt for 
in the future. 
 
Challenges and options for animal and public health services in the next two decades  
S.E. Heath 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 403-419  
 
Trade in livestock and livestock products makes up approximately one sixth of global agriculture trade. This 
trade is demand driven, primarily by growing human populations, changing economies, and consumer 
preferences in developing countries. Different rates of population growth, economic growth, urbanisation, 
environmental sustainability, and technology transfer will determine which countries will reap the greatest 
benefits. Global trends in demand and supply for food, not terrorism, will drive the future of animal and public 
health service delivery. 
To benefit the greatest number of people and countries, animal and public health services should support 
policies that temper growing disparities among rich and poor countries, city and rural populations, and the 
sexes. Economic growth is critical to overcoming disparities between countries and best supported by 
integrated animal health, public health, labour, and foreign policies. Opportunities for job growth will be the 
greatest along the value added chain of food production and will require significant investments in science- 
(risk-) based education. 
 
Distinguishing between natural and unnatural outbreaks of animal diseases  
M. Hugh-Jones 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 173-186  

An intentional outbreak of disease among livestock, or agricultural crops, will share a number of characteristics 
with those aimed at humans – unexpected pattern of disease in season or place, possible explosive incidence, 
unusual pathogen either in itself or of its genetic structure, difficult diagnosis – but there will also be notable 
differences: human cases, if they occur, will be coincidental and the major impacts will be delayed and of 
severe economic consequence. An investigative and analytical protocol is proposed for identifying such an 
event. Unless the nature of the event is self-declaring, such investigations necessitate a very thorough and 
careful investigation by a dedicated and experienced epidemiologic team. At the same time a country should 
take steps in advance of such an event to be prepared and to save time later, such as determining possible 
targets, identifying early warning indicators, establishing molecular biologic expertise and reference collections 
of possible pathogens, and preparing a tactical and forensic response. 

It is hard to predict the future: the evolving nature of threats and vulnerabilities  
G.A. Ackerman 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 353-360   

This paper describes the evolving nature of threats and vulnerabilities associated with biological disasters with 
animal origins, and introduces some of the pitfalls and opportunities associated with anticipating future threats. 
Evolving threats and vulnerabilities include continued deforestation and encroachment on virgin habitats, the 
effects of globalisation on trade and transportation, the increased interdependence and social vulnerability of 
modern society, the commingling of intensive agriculture and traditional farming methods, the periodic 
appearance of pandemics and epizootics, and indications that numerous human actors are displaying an 
increasing interest in and capability of using biological agents as weapons. These developments must be 
viewed in the context of various impediments to accurately gauging future threats, such as the appearance of 
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new elements that depart from current trends and the inherent difficulty in anticipating human, and especially 
terrorist, behaviour. The paper concludes with some broad recommendations for structuring a policy response 
to the threat in an environment of uncertainty about the future. 

International cooperation and preparedness in responding to accidental or deliberate 
biological disasters: lessons and future directions  
J. Lubroth 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 361-374   

Preparations for international cooperation in response to disease disasters at the regional or continental levels 
are poorly coordinated and cooperation is limited, although intergovernmental and international organisations 
have been advocating for years that emergency responses to infectious disease outbreaks should be planned 
for and prepared at the national level. National governments are responsible for contingency planning to 
protect the public; however, this responsibility needs to be broadened to encompass regional and international 
approaches. Little public domain information is available on international coordinated responses to the 
deliberate introduction of biological pathogens. Terrorist events in the early 21st Century have increased 
awareness of the risks, but solid commitment and internationally resourced initiatives are still lacking. The 
current avian influenza disaster has largely been addressed by the three global agencies: Food and Agriculture 
Organization (FAO), World Organisation for Animal Health (OIE) and World Health Organization (WHO), using 
the underlying precepts that shape the Global Framework for the Progressive Control of Transboundary Animal 
Diseases (GF-TADs). The GF-TADs offers a substantial base to improve regional epidemiological and 
environmental information, diagnostic networking, trend analysis and intervention against the important 
epidemic animal diseases. International prevention, preparedness and response require multidisciplinary 
teams working in an environment of intergovernmental cooperation that encompasses numerous ministries 
and agencies. This paper focuses on known international aspects of collaboration on emergency preparedness 
and addresses the FAO/OIE initiative to strengthen veterinary and public health systems involved in controlling 
and preventing serious health threats. 

International organisations and their role in helping to protect the worldwide community 
against natural and intentional biological disasters  
B. Vallat, J. Pinto & A. Schudel 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 163-172   

Preventing the spread of disease through international movements is one of the key objectives of the World 
Organisation for Animal Health (OIE). One of the ways it seeks to achieve this is by publishing international 
standards and guidelines aimed at, inter alia, preventing the importation of pathogens that are dangerous for 
animals and humans and strengthening Veterinary Services so that they can improve their surveillance and 
response systems. The OIE works in close partnership with the Food and Agriculture Organization of the 
United Nations (FAO), and together the two organisations have developed a joint initiative – the Global 
Framework for the Progressive Control of Transboundary Animal Diseases (GF-TADs). Member Countries of 
these organisations could increase their capacity to manage the risks of disease occurrences, whether natural 
or deliberately introduced, if they would all strictly implement existing OIE international standards. Compliance 
with these standards greatly depends on the political willingness of national policy-makers and on a successful 
transfer of resources to developing countries in support of good governance and appropriate policy 
implementation. A United Nations Resolution obliging its Member Countries to implement OIE standards could 
prove invaluable in this respect. 

Investment in preventing and preparing for biological emergencies and disasters: social and 
economic costs of disasters versus costs of surveillance and response preparedness  
J. Rushton & M. Upton 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 375-388 

Biological emergencies such as the appearance of an exotic transboundary or emerging disease can become 
disasters. The question that faces Veterinary Services in developing countries is how to balance resources 
dedicated to active insurance measures, such as border control, surveillance, working with the governments of 
developing countries, and investing in improving veterinary knowledge and tools, with passive measures, such 
as contingency funds and vaccine banks. There is strong evidence that the animal health situation in 
developed countries has improved and is relatively stable. In addition, through trade with other countries, 
developing countries are becoming part of the international animal health system, the status of which is 
improving, though with occasional setbacks. However, despite these improvements, the risk of a possible 
biological disaster still remains, and has increased in recent times because of the threat of bioterrorism. This 
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paper suggests that a model that combines decision tree analysis with epidemiology is required to identify 
critical points in food chains that should be strengthened to reduce the risk of emergencies and prevent 
emergencies from becoming disasters. 

Microbial forensics for natural and intentional incidents of infectious disease involving 
animals  
S.A. McEwen, T.M. Wilson, D.A. Ashford, E.D. Heegaard, T. Kuiken & B. Kournikakis 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 329-339  
Microbial forensics is a relatively new scientific discipline dedicated to analysing microbiological evidence from 
a crime for attribution purposes. It builds on traditional microbiology and epidemiology but within a legal 
framework. Important motives for forensic investigations include interdiction of criminals, prosecution of justice, 
and ideally, deterrence of others from committing similar acts. 
Forensic capabilities in animal health should focus on building capacity for detection and reporting of increases 
in infectious disease morbidity and mortality among animals that might reflect a covert release of a pathogen. 
Suspicion should be raised when epidemiological patterns are different from those expected for the animal 
population and the pathogen in question. Existing capacities for the detection and reporting of epidemic and 
even endemic diseases should be an international priority for the prevention of catastrophic losses in animal 
and potentially in human life. The veterinary community needs to be more aware of the legal requirements 
related to forensic investigations so that veterinarians will be prepared to handle evidence properly within their 
own fields. 
 
Misperceptions in preparing for biological attack: an historical survey  
M. Furmanski 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 53-70 

Preparing for a biological attack involves analysing and co-ordinating information and events in the scientific, 
political and social arenas. The information that must be evaluated is, by definition, incomplete. It is not 
surprising that such interactions have regularly resulted in erroneous conclusions and flawed interventions. 
This historical survey examines instances where significant errors have occurred. The author describes several 
examples in each of three broad categories: misapprehensions of the risk of biological attack; misappraisals of 
an anomalous event as a biological attack; and misadventures in pre-emptive action to protect against a 
biological attack. The study identifies significant common elements in each of these errors that may be useful 
in avoiding future mistakes. In evaluating the effects of these errors, the study concludes that such mistakes 
often increase the dangers that they seek to avoid. 

Public perception and risk communication in regard to bioterrorism against animals and 
plants  
G.S. Pearson 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 71-82  

This paper examines the total international prohibition on the use of disease to attack humans, animals and 
plants, noting that in the past several countries had developed programmes for attacks on animals and plants 
as well as humans. Current activities undertaken by intergovernmental organisations – the World Health 
Organization (WHO), Food and Agricultural Organization (FAO) and World Organisation for Animal Health 
(OIE) – to counter the threat of attacks on humans, animals and plants are examined. Effective 
countermeasures to deliberate attacks need to be developed in harmony with existing measures to control 
natural or accidental outbreaks of disease. Finally the paper assesses the risk and the public perception of it, 
and considers what risk communication is needed and to whom. Clear mandates are needed for the FAO and 
OIE to be prepared to deal with outbreaks of disease, and with contamination of the food supply chain, whether 
accidental or intentional. 

Quantitative risk assessment case study: smuggled meats as disease vectors  
M. Wooldridge, E. Hartnett, A. Cox & M. Seaman 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 105-117 

Outbreaks of foot and mouth disease (FMD), African swine fever (ASF), classical swine fever (CSF) and swine 
vesicular disease (SVD) can cause significant economic and social costs and severe trade limitations. A 
number of commodities may be contaminated with these hazards, including meat and meat products derived 
from infected animals. Great Britain (GB) enforces a number of regulations to prevent the importation of such 
pathogens. However, the illegal importation of meat provides a route by which controls may be circumvented 
and pathogens imported. This paper discusses a series of risk assessments examining the disease risk to the 
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GB livestock population of FMD, CSF, ASF and SVD from the illegal importation of any meat product from any 
region in the world. This paper describes the development of a quantitative risk assessment model designed to 
identify the major contributors to this risk, and discusses the challenges posed when undertaking such complex 
risk assessments. 

Technology, public policy and control of transboundary livestock diseases in our lifetimes  
R.G. Breeze 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 271-292  
 
There are no technological barriers to eliminating major transboundary livestock diseases. ‘Elimination’ means 
that diseases no longer threaten livestock in the developed world nor the livelihoods of hundreds of millions of 
small farmers elsewhere. The problem is not lack of technology but failure of public policy. 
Developed country policy should actively combat accidental and intentional introductions; protect livestock 
against future advanced biological weapons; minimise the economic impacts after introduction by any means; 
abandon mass slaughter as a control tool; engage in disease removal in pursuit of a global economic, societal, 
and environmental agenda; and make appropriate national and cooperative investments. This is the moment 
for policy change because transboundary livestock disease elimination now involves powerful government 
ministries outside ministries of agriculture that are concerned about disease threats from many sources. 
Change can acquire support from the public and many organisations with shared interests. New policy is 
needed to change the belief that government is solely responsible for excluding disease, responding to 
introductions, and compensating farmers for losses during eradication. Effective border control and domestic 
preparedness programmes depend upon government and industry working together with costs falling upon 
those responsible in the form of ‘user fees’. Compensation for stock slaughtered during outbreak control should 
be covered by private insurance. Government and industry should share the costs of an effective surveillance, 
diagnostic and response system. Surveillance must achieve or approach real-time understanding of the 
disease situation at all stages and in all places and be accessible over the Internet by diverse government 
agencies and stakeholders in-country and abroad. Traditional responses must be abandoned because they 
encourage terrorism. Regulatory approval processes must be modernized because they cannot keep up with 
new technology. 
 
Toxins of concern to animals and people  
T. Garland & E.M. Bailey 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 341-351  

Historically veterinarians have diagnosed accidental poisonings and identified possible terrorist events before 
they have come to the attention of public health authorities. There are many toxins that pose a threat to both 
humans and animals and the authors examine several of them here, namely, anthrax, tricothecenes, 
staphylococcal enterotoxin B, botulinum toxins, ricin, saxitoxin and dinoflagellate toxins. By discussing 
exposure routes, clinical signs and differential diagnoses the authors demonstrate how veterinarians are in a 
unique position to recognise zoonotic diseases, toxin exposure, and acts of bioterrorism. The work of 
veterinarians protects the food supply and contributes to human health and this article highlights the 
importance of coordination and communication between veterinarians and physicians. Sharing information is 
critical in confirming diagnoses and, in the case of intentional toxin attacks, could also be beneficial in 
identifying the perpetrators of the crime. 

Use and abuse of mathematical models: an illustration from the 2001 foot and mouth disease 
epidemic in the United Kingdom  
R.P. Kitching, M.V. Thrusfield & N.M. Taylor 
Rev. sci. tech. Off. int. Epiz., 2006, 25 (1), 293-311   

Foot and mouth disease (FMD) is a major threat, not only to countries whose economies rely on agricultural 
exports, but also to industrialised countries that maintain a healthy domestic livestock industry by eliminating 
major infectious diseases from their livestock populations. Traditional methods of controlling diseases such as 
FMD require the rapid detection and slaughter of infected animals, and any susceptible animals with which 
they may have been in contact, either directly or indirectly. During the 2001 epidemic of FMD in the United 
Kingdom (UK), this approach was supplemented by a culling policy driven by unvalidated predictive models. 
The epidemic and its control resulted in the death of approximately ten million animals, public disgust with the 
magnitude of the slaughter, and political resolve to adopt alternative options, notably including vaccination, to 
control any future epidemics. The UK experience provides a salutary warning of how models can be abused in 
the interests of scientific opportunism. 
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Encefalopatía Espongiforme Bovina  
 
The expanding universe of prion diseases 
Watts JC, Balachandran A, Westaway D 
PLoS Pathog. 2006 Mar;2(3):e26 
 
Prions cause fatal and transmissible neurodegenerative disease. These etiological infectious agents are 
formed in greater part from a misfolded cell-surface protein called PrP(C). Several mammalian species are 
affected by the diseases, and in the case of "mad cow disease" (BSE) the agent has a tropism for humans, 
with negative consequences for agribusiness and public health. Unfortunately, the known universe of prion 
diseases is expanding. At least four novel prion diseases-including human diseases variant Creutzfeldt-Jakob 
disease (vCJD) and sporadic fatal insomnia (sFI), bovine amyloidotic spongiform encephalopathy (BASE), and 
Nor98 of sheep-have been identified in the last ten years, and chronic wasting disease (CWD) of North 
American deer (Odocoileus Specis) and Rocky Mountain elk (Cervus elaphus nelsoni) is undergoing a 
dramatic spread across North America. While amplification (BSE) and dissemination (CWD, commercial 
sourcing of cervids from the wild and movement of farmed elk) can be attributed to human activity, the origins 
of emergent prion diseases cannot always be laid at the door of humankind. Instead, the continued 
appearance of new outbreaks in the form of "sporadic" disease may be an inevitable outcome in a situation 
where the replicating pathogen is host-encoded. 
http://pathogens.plosjournals.org/archive/1553-7374/2/3/pdf/10.1371_journal.ppat.0020026-S.pdf 
 
Gene expression alterations in brains of mice infected with three strains of scrapie 
Skinner PJ, Abbassi H, Chesebro B, Race RE, Reilly C, Haase AT 
BMC Genomics 2006, 7:114  
 
Transmissible spongiform encephalopathies (TSEs) or prion diseases are fatal neurodegenerative disorders 
which occur in humans and various animal species. Examples include Creutzfeldt-Jakob disease (CJD) in 
humans, bovine spongiform encephalopathy (BSE) in cattle, chronic wasting disease (CWD) in deer and elk, 
and scrapie in sheep, and experimental mice. To gain insights into TSE pathogenesis, we made and used 
cDNA microarrays to identify disease-associated alterations in gene expression. Brain gene expression in 
scrapie-infected mice was compared to mock-infected mice at pre-symptomatic and symptomatic time points. 
Three strains of mouse scrapie that show striking differences in neuropathology were studied: ME7, 22L, and 
Chandler/RML. RESULTS: In symptomatic mice, over 400 significant gene expression alterations were 
identified. In contrast, only 22 genes showed significant alteration in the pre-symptomatic animals. We also 
identified genes that showed significant differences in alterations in gene expression between strains. Genes 
identified in this study encode proteins that are involved in many cellular processes including protein folding, 
endosome/lysosome function, immunity, synapse function, metal ion binding, calcium regulation and 
cytoskeletal function. CONCLUSION: These studies shed light on the complex molecular events that occur 
during prion disease, and identify genes whose further study may yield new insights into strain specific 
neuropathogenesis and ante-mortem tests for TSEs. 
http://www.biomedcentral.com/content/pdf/1471-2164-7-114.pdf 
 
Rapid and discriminatory diagnosis of scrapie and BSE in retro-pharyngeal lymph nodes of sheep 
Langeveld JP, Jacobs JG, Erkens JH, Bossers A, van Zijderveld FG, van Keulen LJ. 
BMC Vet Res. 2006 Jun 9; 2 (1):19 
 
Prion diagnosis in lymph nodes of sheep and goats can improve active surveillance for scrapie and, if it were 
circulating, for bovine spongiform encephalopathy (BSE). With sizes that allow repetitive testing and a location 
that is easily accessible at slaughter, retropharyngeal lymph nodes (RLN) are considered suitable organs for 
testing. Western blotting (WB) of brain homogenates is well suited to detect and discriminate between scrapie 
and BSE. Here, WB is developed for rapid diagnosis in RLN and study of characteristics of PrPres. RESULTS: 
PrPres detection in RLN by WB was optimized by proper tissue processing, antibody choice and inclusion of a 
step for PrPres concentration. Analyses were performed on three different sheep sources. Firstly, in a study 
with preclinical scrapie cases, WB of RLN from infected sheep of VRQ/VRQ PrP genotype allowed a diagnosis 
14 mo earlier compared to WB of brain stem. Secondly, samples collected from sheep with confirmed scrapie 
at passive and active surveillance programmes in the period 2002-2003 yielded positive results depending on 
genotype: all sheep with genotypes ARH/VRQ, VRQ/VRQ, and ARQ/VRQ scored positive for PrPres, but 
ARQ/ARQ and ARR/VRQ were not all positive. Thirdly, in an experimental BSE study, detection of PrPres in all 
11 ARQ/ARQ sheep, including 7 preclinical cases, was possible. In all instances, WB and IHC were almost 
equally sensitive. Moreover, BSE infection could be discriminated from scrapie infection by faster 
electrophoretic migration of the PrPres bands. Using dual antibody staining with selected monoclonal 

http://pathogens.plosjournals.org/archive/1553-7374/2/3/pdf/10.1371_journal.ppat.0020026-S.pdf
http://www.biomedcentral.com/content/pdf/1471-2164-7-114.pdf
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antibodies like 12B2 and L42, these differences in migration could be employed for an unequivocal 
differentiation between BSE and scrapie. With respect to glycosylation of PrPres, BSE cases exhibited a 
greater diglycosylated fraction than scrapie cases. Furthermore, a slight time dependent increase of 
diglycosylated PrPres was noted between individual sheep, which was remarkable in that it occurred in both 
the scrapie and BSE study. CONCLUSIONS: The present data indicate that, used in conjunction with testing in 
brain, WB of RLN can be a sensitive tool for improving surveillance of scrapie and BSE, allowing early 
detection of BSE and scrapie and thereby ensuring safer sheep and goat products. 
http://www.biomedcentral.com/content/pdf/1746-6148-2-19.pdf 
 
 
Fiebre Aftosa 
 
Comisión Sudamericana para la Lucha contra la Fiebre Aftosa, 33. Informe final 
Guayaquil, Ecuador, 6-7 abril 2006 
 
El informe presenta las resoluciones determinadas por la Comisión Sudamericana para la Lucha contra la 
Fiebre Aftosa (COSALFA). Sus objetivos son: la coordinación, promoción y evaluación regional, la 
armonización de normas sanitarias y los convenios bilaterales o multilaterales para el control de cada país, así 
como la tendencia de la enfermedad, el grade de progreso de las diversas ctividades de los programas de 
prevención, control y erradicación de la fiebre aftosa y el funcionamiento del sistema continental de 
información y vigilancia epidemiológica. 
http://bvs.panaftosa.org.br/textoc/COSALFA2006esp.pdf 
 
International Control of Foot-and-Mouth Disease: tools, trends and perspectives 
European Commission for the Commission for the Control of Foot-and-Mouth Disease 
Eilat, Israel, 16-20 October 2006 
 
The principal global event for networking among FMD specialists 
The aim of the Session is to review progress in technical issues affecting the International Control of Foot-and-
Mouth Disease, and in so doing, to highlight significant changes or issues that require to be recognized by 
those implementing control policies and funding R&D.  
This event is the 2006 Session of the Research Group of the Standing Technical Committee of EUFMD. 
http://www.fao.org/ag/againfo/commissions/en/eufmd/event/2006/2006fullinfo.pdf 
 
 Plasmacytoid dendritic cell activation by foot-and-mouth disease virus requires immune 
complexes 
Guzylack-Piriou L, Bergamin F, Gerber M, McCullough KC, Summerfield A 
Eur J Immunol. 2006 Jun 19 
 
Natural IFN-producing cells (NIPC), also called plasmacytoid dendritic cells, represent an essential component 
of the innate immune defense against infection. Despite this, not much is known about the pathways involved 
in their activation by non-enveloped viruses. The present study demonstrates that the non-enveloped foot-and-
mouth disease virus (FMDV) cannot stimulate IFN-alpha responses in NIPC, unless complexed with FMDV-
specific immunoglobulins. Stimulation of NIPC with such immune complexes employs FcgammaRII ligation, 
leading to strong secretion of IFN-alpha. In contrast to the stimulation of NIPC by many enveloped viruses, 
FMDV induction of IFN-alpha production requires live virus. It is necessary for the virus to initiate its replicative 
cycle. Moreover, it is an abortive replication, as witnessed by the decrease of dsRNA levels and viral titers with 
time post infection. Sensitivity of the NIPC stimulation to wortmannin and chloroquin, but not leupeptin, 
indicates an essential role for the pre-lysosomal stage endosomal compartment. In conclusion, the present 
study demonstrates that immune complexes provide the means for a non-interferogenic virus to induce IFN-
alpha responses by NIPC. This indicates an important link between NIPC and antibodies in immune responses 
against non-enveloped viruses such as FMDV. 
http://www3.interscience.wiley.com/cgi-bin/fulltext/112657050/PDFSTART 
 
 
 
 
 

http://www.biomedcentral.com/content/pdf/1746-6148-2-19.pdf
http://bvs.panaftosa.org.br/textoc/COSALFA2006esp.pdf
http://www.fao.org/ag/againfo/commissions/en/eufmd/event/2006/2006fullinfo.pdf
http://www3.interscience.wiley.com/cgi-bin/fulltext/112657050/PDFSTART
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Influenza Aviar 
 
Guía para la prevención y el control de la gripe aviar en la avicultura de pequeña escala en 
América Latina y el Caribe 
FAO, 2006 
 
Esta guía ha sido elaborada con el propósito de asegurar que los pequeños avicultores de America Latina y el 
Caribe cuenten con información adecuada para prevenir y controlar a la gripe aviar de la mejor manera. Esta 
información esta específicamente dirigida para atender las necesidades de las unidades de producción avícola 
de traspatio y de pequeña escala. Por este motivo, la guía hace énfasis en medidas simples y de bajo costo 
para la prevención y control de la enfermedad. 
http://www.rlc.fao.org/prior/segalim/animal/aviar/pdf/manualiap1.pdf 
 
Host range restriction and pathogenicity in the context of influenza pandemic 
Neumann G, Kawaoka Y 
Emerg Infect Dis. 2006 Jun;12 (6)881-6 
 
Influenza A viruses cause pandemics at random intervals. Pandemics are caused by viruses that contain a 
hemagglutinin (HA) surface glycoprotein to which human populations are immunologically naive. Such an HA 
can be introduced into the human population through reassortment between human and avian virus strains or 
through the direct transfer of an avian influenza virus to humans. The factors that determine the interspecies 
transmission and pathogenicity of influenza viruses are still poorly understood; however, the HA protein plays 
an important role in overcoming the interspecies barrier and in virulence in avian influenza viruses. Recently, 
the RNA polymerase (PB2) protein has also been recognized as a critical factor in host range restriction, while 
the nonstructural (NS1) protein affects the initial host immune responses. We summarize current knowledge of 
viral factors that determine host range restriction and pathogenicity of influenza A viruses. 
http://www.cdc.gov/ncidod/EID/vol12no06/pdfs/05-1336.pdf 
 
 Practical management of avian influenza in humans 
Lye DC, Nguyen DH, Giriputro S, Anekthananon T, Eraksoy H, Tambyah PA 
Singapore Med J. 2006 Jun; 47 (6):471-5. 
 
There has been much alarm about avian influenza and its potential for a global pandemic ever since the 
current epidemic of avian influenza infections in humans began in 2003. While there have been a number of 
published reports on the clinical features of avian influenza, there are few guidelines on the practical 
management of patients with avian influenza. A symposium organised by the Society of Infectious Disease 
(Singapore), Society of Intensive Care Medicine and the Singapore General Hospital was held in Singapore to 
gather the views of experts from Turkey, Thailand, Vietnam and Indonesia who collectively had first-hand 
experience of the management of the majority (more than 100 of 192) of cases of avian influenza worldwide. 
The experts emphasised the importance of adapting international guidelines to the practicalities of situations 
on the ground. There was stress on wide screening using clinical criteria primarily, molecular diagnostic 
techniques (with reference laboratory confirmation) for diagnosis, and rational use of antiviral prophylaxis as 
well as infection control using at least surgical masks, gowns and gloves. A detailed analysis of data from a 
pooled database from these and other affected countries is critical to building up the evidence base for 
practical internationally applicable guidelines. 
http://www.sma.org.sg/smj/4706/4706a1.pdf 
 
A sensitive one-step real-time PCR for detection of avian influenza viruses using a MGB 
probe and an internal positive control 
Trani L, Bedini B, Donatelli I, Campitelli L, Chiappini B, De Marco MA, Delogu M, Buonavoglia C, Vaccari G 
BMC Infect Dis. 2006 May 25;6(1):87 
 
Avian influenza viruses (AIVs) are endemic in wild birds and their introduction and conversion to highly 
pathogenic avian influenza virus in domestic poultry is a cause of serious economic losses as well as a risk for 
potential transmission to humans. The ability to rapidly recognise AIVs in biological specimens is critical for 
limiting further spread of the disease in poultry. The advent of molecular methods such as real time 
polymerase chain reaction has allowed improvement of detection methods currently used in laboratories, 
although not all of these methods include an Internal Positive Control (IPC) to monitor for false negative 
results. Therefore we developed a one-step reverse transcription real time PCR (RRT-PCR) with a Minor 
Groove Binder (MGB) probe for the detection of different subtypes of AIVs. This technique also includes an 
IPC. METHODS: RRT-PCR was developed using an improved TaqMan technology with a MGB probe to 
detect AI from reference viruses. Primers and probe were designed based on the matrix gene sequences from 

http://www.rlc.fao.org/prior/segalim/animal/aviar/pdf/manualiap1.pdf
http://www.cdc.gov/ncidod/EID/vol12no06/pdfs/05-1336.pdf
http://www.sma.org.sg/smj/4706/4706a1.pdf
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most animal and human A influenza virus subtypes. The specificity of RRT-PCR was assessed by detecting 
influenza A virus isolates belonging to subtypes from H1-H13 isolated in avian, human, swine and equine 
hosts. The analytical sensitivity of the RRT-PCR assay was determined using serial dilutions of in vitro 
transcribed matrix gene RNA. The use of a rodent RNA as an IPC in order not to reduce the efficiency of the 
assay was adopted. RESULTS: The RRT-PCR assay is capable to detect all tested influenza A viruses. The 
detection limit of the assay was shown to be between 5 and 50 RNA copies per reaction and the standard 
curve demonstrated a linear range from 5 to 5 x 108 copies as well as excellent reproducibility. The analytical 
sensitivity of the assay is 10-100 times higher than conventional RT-PCR. CONCLUSIONS: The high 
sensitivity, rapidity, reproducibility and specificity of the AIV RRT-PCR with the use of IPC to monitor for false 
negative results can make this method suitable for diagnosis and for the evaluation of viral load in field 
specimens. 
http://www.biomedcentral.com/content/pdf/1471-2334-6-87.pdf 
 
 
Inocuidad de los Alimentos 
 
Informe de la Consulta Técnica en Epidemiología y Manejo de la Transmisión de la 
Enfermedad de Chagas como Enfermedad Transmitida por Alimentos (ETA) 
OPS/DPC/VP/FOS, 2006 
 
Esta Consulta Técnica concluye la importancia de considerar la transmisión oral de Trypanosoma cruzi, dentro 
de los Programas Nacionales de Prevención y Control de la Enfermedad de Chagas, Programas Nacionales 
de Prevención y Control de Enfermedades Transmitidas por Alimentos y de los Sectores Nacionales de 
Inocuidad de Alimentos de forma coordinada, desarrollando componentes de prevención, manejo y control 
específicos, que operen dentro de estrategias de vigilancia epidemiológica y atención primaria, de forma 
descentralizada e intersectorial. Esta coordinación básica propuesta se beneficiará de forma importante por la 
integración complementaria de los sectores de Vigilancia en Salud, Producción, Educación y de Medio 
Ambiente. 
http://bvs.panaftosa.org.br/textoc/informe_eta.pdf  
 
Ethnic-food safety concerns: an online survey of food safety professionals. 
Mauer WA, Kaneene JB, DeArman VT, Roberts CA, Miller R, Pong L, Dickey TE. 
J Environ Health. 2006 Jun;68(10):32-8. 
 
As ethnic foods become increasingly available in food establishments across the United States, food safety 
professionals are increasingly required to evaluate the safety of foods unfamiliar to them. The purpose of the 
study reported here was to conduct an online survey of food safety professionals that would 1) identify the 
types of ethnic foods with which food safety professionals were unfamiliar and for which they lacked adequate 
food safety information, 2) describe ethnic-food safety concerns related to food establishments, and 3) 
describe the ethnic-food resources currently used by food safety professionals. The study found that food 
safety professionals throughout the United States encountered a variety of ethnic-food establishments and 
ethnic foods for which they lacked ethnic-food safety resources, especially at the local level. Therefore, it will 
be important to identify unsafe food-handling practices in ethnic-food establishments, develop science-based 
guidelines for ethnic-food safety inspections, and distribute culturally appropriate educational materials for 
ethnic-food safety inspections. 
 
Live bacterial vaccines - a review and identification of potential hazards. 
Detmer A, Glenting J 
Microb Cell Fact. 2006 Jun 23;5(1):23 
 
The use of live bacteria to induce an immune response to itself or to a carried vaccine component is an 
attractive vaccine strategy. Advantages of live bacterial vaccines include their mimicry of a natural infection, 
intrinsic adjuvant properties and their possibility to be administered orally. Derivatives of pathogenic and non-
pathogenic food related bacteria are currently being evaluated as live vaccines. However, pathogenic bacteria 
demands for attenuation to weaken its virulence. The use of bacteria as vaccine delivery vehicles implies 
construction of recombinant strains that contain the gene cassette encoding the antigen. With the increased 
knowledge of mucosal immunity and the availability of genetic tools for heterologous gene expression the 
concept of live vaccine vehicles gains renewed interest. However, administration of live bacterial vaccines 
poses some risks. In addition, vaccination using recombinant bacteria results in the release of live recombinant 
organisms into nature. This places these vaccines in the debate on application of genetically modified 
organisms. In this review we give an overview of live bacterial vaccines on the market and describe the 
development of new live vaccines with a focus on attenuated bacteria and food-related lactic acid bacteria. 

http://www.biomedcentral.com/content/pdf/1471-2334-6-87.pdf
http://bvs.panaftosa.org.br/textoc/informe_eta.pdf
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Furthermore, we outline the safety concerns and identify the hazards associated with live bacterial vaccines 
and try to give some suggestions of what to consider during their development. 
http://www.microbialcellfactories.com/content/pdf/1475-2859-5-23.pdf 
 
 
Teses 
 
Avaliação de atividade viral da Febre Aftosa em área endêmica - Pantanal Mato-grossense - 
por meio do imunoenzimático de eletro transferência 
MAA Boller 
Universidade Federal Rural do Rio de Janeiro 
 
O teste imunoenzimático de eletro transferência (EITB) foi utilizado para detectar anticorpos específicos da 
replicação do vírus da febre aftosa (VFA) e identificar a atividade viral persistente em bovinos, baseado na 
resposta imunológica contra cinco proteínas não estruturais do VFA. Um total de 725 soros de bovinos foi 
colhido de 9 estabelecimentos localizados em uma área endêmica - Pantal Mato-grossense - Brasil, em 1990. 
Um total de 334 soros procedia de estabelecimentos com recente ocorrência de FA. Os resultados obtidos no 
teste de EITB foram comparados com estudos prévios realizados com o teste convencional de imunodifusão 
em gel de agarose (IDGA), baseado em uma proteína obtida através de células infectadas, feito em dois 
laboratórios. A aplicação do teste de EITB diminuiu significativamente as porcentagens de soros positivos 
detectados pelo teste de IDGA. Os resultados indicam que o EITB, comparando com a IDGA é mais 
adequado para monitorar a atividade viral no campo. 
http://bvs.panaftosa.org.br/textoc/BOLLER_febre-aftosa.pdf 
 
Estomatite vesicular no Brasil 
CM Andrade 
Universidade Federal Rural do Rio de Janeiro 
 
No presente trabalho é relatado o isolamento pela primeira vez no país, em um surto de uma doença vesicular 
em eqüídeos no município de Capela no estado de Alagoas, de um vírus que se comportava sorologicamente 
como pertencente ao tipo Indiana de Estomatite Vesicular, sendo denominado VSV/Alagoas (VSV/AL). As 
observações sorológicas em provas de fixação de complemento revelaram o comprometimento de bovinos e 
humanos, além da irradiação do surto ao Estado de Pernambuco. Observações posteriores em 1748 soros 
humanos de 17 estados brasileiros, 112 soros de eqüídeos de 4 estados e 65 soros de morcegos e 45 soros 
de sagüis originários do estado da Bahia, frente não somente ao vírus isolado pelo autor, como aos vírus 
VSV/IND, VSV/COC e VSV/NJ, demonstraram a existência de anticorpos para aqueles vírus, sendo a maior 
taxa encontrada para o vírus VSV/AL, vindo a seguir na ordem de importância o VSV/IND, o VSV/COC e o 
VSV/NJ. Tais resultados indicam serem os vírus circulantes no país e mantidos à custa de acometimentos 
esporádicos ou de pequenos surtos. 
http://bvs.panaftosa.org.br/textoc/ANDRADE-estomatite-vesicular.pdf 
 
Estudo epidemiológico da Estomatite Vesicular no Brasil 
A Lopez 
Universidade Federal de Minas Gerais 
 
O trabalho resgata a história da estomatite vesicular no Brasil, identifica sua distribuição geográfica, localiza 
áreas onde a enfermidade assume comportamento endêmico, descreve os padrões de sazonabilidade na 
forma de apresentação da doença e identifica possíveis fatores de influência na manutenção do agente no 
Brasil. O estudo analisou 5,200 resultados de provas diagnósticas realizadas no laboratório do Centro Pan-
americano de Febre Aftosa entre agosto de 1964 e julho de 1996. A persistência da enfermidade foi avaliada 
através do Indicador Aproximado de Endemismo utilizando o mês como unidade temporal completando a 
caracterização das áreas com outros dois indicadores: o Número de presenças da doença no período e o 
Tempo Médio de Recorrência. A sazonalidade no comportamento temporal da doença foi avaliada utilizando o 
método das médias móveis. A distribuição diferencial no uso da área destinada à pecuária foi avaliada 
mediante teste T, prévia determinação da equivalência das variâncias dos grupos, escolhendo-se um nível de 
significação de 1 por cento. As conclusões do trabalho apontam que os vírus do grupo Indiana-2 ocasionaram 
duas epidemias que foram limitando-se a sim próprias até desaparecer e que estes agentes não registram 
atividade clínica no Brasil há mais de 15 anos. O comportamento do vírus Indiana-3 deve ser considerado 
epidemiologicamente independente dos anteriores já que apresenta atividade contínua, sendo possível 
identificar áreas com atividade endêmica nos estados de Minas Gerais e Ceará com características sazonais 
no padrão de ocorrência dos surtos. Sustenta-se a hipótese de que a estrutura epidemiológica que permite a 
persistência do vírus nas áreas endêmicas é diferente da que opera em situação epidêmica. Nas áreas 
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endêmicas os resultados da pesquisa apontam à manutenção do agente em asininos, caprinos, ovinos ou 
animais silvestres a partir dos quais seria transmitido, provavelmente mediante insetos vetores, a bovinos e 
eqüinos. Neste ponto, a estrutura epidemiológica muda sendo o vírus transmitido mediante contágio gerando 
situações epidêmicas de maior ou menor extensão quando esses animais são movimentos. 
http://bvs.panaftosa.org.br/textoc/LOPEZ-INZAURRALDE_estomatite-vesicular-brasil.pdf 
 
Relacionamento sorológico entre diferentes vírus do grupo da estomatite vesicular (VSV) 
CM Nozawa 
Universidade Federal Rural do Rio de Janeiro 
 
A análise dos resultados obtidos no presente no presente trabalho experimental, sugere que o grupo de Vírus 
da Estomatite Vesicular, do qual fazem parte as amostras Indiana, Cocal, Alagoas, New Jersey, Chandipura e 
Piry, apresentaram certo grau de relacionamento sorológico entre alguns membros. As reações sorológicas 
cruzadas, determinadas pela prova de FC entre as amostras Indiana, Cocal e Alagoas, sugerem que os 
mesmos façam parte de um subgrupo sorológico dentro do grupo do VSV, enquanto as outras amostras se 
comportam de modo diferente, não apresentando reações cruzadas nem entre elas e nem entre as demais. A 
comprovação do grau de especificidade das reações cruzadas foi feita pelo método de absorção dos soros, no 
qual obtivemos resultados convincentes da autenticidade dessas reações .Por este mesmo método podemos 
observar que possíveis frações solúveis dos vírus, obtidas por ultra-centrifugação, apresentaram atividade 
fixadora de complemento em baixas intensidades. Os títulos das reações cruzadas nos mostram que parece 
haver uma maior proximidade sorológica das amostras Alagoas e Cocal, enquanto que há menor reatividade 
destas para com a amostra Indiana, muito embora esta última seja considerada protótipo. Do mesmo modo, a 
determinação das percentagens das atividades fixadoras de complemento das reações cruzadas em relação 
às atividades homólogas, nos levaram a reforçar tal suposição. 
http://bvs.panaftosa.org.br/textoc/NOZAWA_Estomatite-vesicular.pdf 
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